CHILDHOOD GROWTH AND EARLY GUT MYCOBIOTA

KASPER SCHEI', EKATERINA AVERSHINA?, PETUR JULIUSSON?, MELANIE R SIMPSON?, TORBJ@RN (DIEN', SAIDEH SALAMATI* & RONNAUG (DDEGARD™

INTNU - NORWEGIAN UNIVERSITY OF SCIENCE AND TECHNOLOGY, TRONDHEIM, NORWAY
>NORWEGIAN UNIVERSITY OF LIFE SCIENCES, AS, NORWAY

3UNIVERSITY OF BERGEN, BERGEN, NORWAY

4+ TRONDHEIM UNIVERSITY HOSPITAL, TRONDHEIM, NORWAY

PRELIMINARY RESULTS

« We have detected gut mycobiota in 56-76 % of children of 0-2 years, respectively * In these children, 1-3 species prevailed the myco-
biota for each child, mostly Debaryomyces hansenii in breastfed infants and Saccharomyces cerevisiae after 1 year of age *.

o The gut mycobiota appears established at 1-2 years, maturing in a manner to become more similar to the mothers microbiota *.

« Higher fungal DNA concentration at 1 year of age was associated with decreased BMI SDS from 0-1 years
(B =-0.10, 95 % CI: -0.18-0.01, p = 0.03).

« Higher fungal DNA concentration at 2 years of age was associated with increased height SDS from 2-9 years
(p=0.12, 95 % CI: 0.01-0.23, p = 0.04).
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1 year 2 years F1GURE 2AB Fitted mean trajectories modelling (a) body mass index
standard deviation scores (BMI SDS) in children 0-1 years based on
FIGURE 1 Operational taxonomic units (OTUs, equivalent to fungal species) for 1- and 2-year-old children with se- high or low fungal DNA concentration (cut-off log (2.028 ITS/ml) at 1
quenced faecal samples. Bar charts of the relatively most abundant OTUs for each children. Each OTU is designated year, and (b) height SDS in children at 2-9 years based on high or low
a distinct colour. The sample fungal concentrations are on top of each bar. fungal DNA concentration at 2 years. Models are based on a mixed-ef-
fects model.
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