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Background
*Fractures are common in children, but a significant
fracture history, defined as low-trauma vertebral fractures

Methods

Figure 1: Development of a polygenic risk score for osteoporotic fracture (gSOS) from heel
ultrasound (Forgetta et al, Biorxiv 2018).
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PRS: Polygenic Risk Score

Results

a. 3 cohorts with significant fracture history C. Distribution of gSOS :juvenile fracture cohort vs UK Biobank

Figure 3: Distribution of gSOS in 131 individuals of the juvenile fracture cohort

Table 1: Demographics of the 3 cohorts. (pink) and in 80,027 subjects from UK Biobank (blue).
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b. Results: gSOS estimates and comparison to UK Biobank

Table 2: Results of the main analysis in the entire juvenile fracture cohort and of the
sensitivity analyses in subsets of the main cohort.
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d. Monogenic vs polygenic etiology of significant fracture history
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Conclusions

 We provide evidence for a polygenic etiology of fractures in children
with significant fracture history and no Ol.

« Patients with clinically-apparent Mendelian disease referred to
specialists might have a burden of common risk alleles which could
Influence their risk of fracture.
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